
Figure 1. The effect of various Cannabis extracts on the survival of cancer cells. 
(a) cell lines. 
(A) ESI-LC-/MS phytocannabinoid profiling of twelve natural12 carboxylated and decarboxylated medical Cannabis extracts and prepared as described in materials and methods section XX. Cannabis extracts were ordered by increasing concentrations of the phytocannabinoid found in the highest amount of all types in each extract. Extracts were also ordered by phytocannabinoid subclasses (labelled as types on the left). Cannabis extracts are ordered by increasing content of the major phytocannabinoid in each extract, and phytocannabinoids by subclasses. Values were  with values color-coded according to order of magnitude of concentrations. Numbers are % w/w. (b) Aconcentration. (B)  Dose-response curve of A549 cellsthe response of cancer cell line A549 after 24 hours incubation with or without (control) 2-10 μg/ml of CAN1-CAN12. This was followed by the addition of Hoechst and PI and Cells were imaged by IXMvia ImageXpress Micro system, XLS (20× magnification. Live) after adding Hoechst and PI dyes to differentiate between live and dead cells. The number of live and dead cells were analyzed by the MetaXpress™® software, and cell (Molecular Devices, San Jose, California). Cell viability was calculateddetermined as percentage of total live cells in wells. (c) Differential effect of Cannabis extract, after application of respective treatment. (C) Bar graph displaying the differential effects of CAN10, a high-CBG extract on the survival of various cancer cell lines. * representRepresents a statistically significant difference (p<0.05) compared to control (ONE-way ANOVA)..	Comment by Maya Benami: In base log 10? Order of magnitude needs a unit denomination.
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[bookmark: OLE_LINK1]Figure 2. Differential effectDiffering effects of different Cannabis extracts on the survival of various cancer cells -. Various cancer cell lines of variousdiffering tumoral origin were treated with 4 µg/ml of twelve differentone of 12 Cannabis extracts, and after for 24 hours. Cells were imaged with addition of Hoechst and PI by IXM micro system, via ImageXpress Micro XLS (20× magnification. The number of ) after adding Hoechst and PI dyes to differentiate between live and dead cells were Live. The number of live and dead cells were analyzed by the MetaXpress™® software. (Molecular Devices, San Jose, California). Data are reported as mean ± S.E. of dead cells (% of total cells) calculated from at least (n=7 independent experiments. (a). (A) The effect of different cannabisCannabis extracts on A549, NCI-H460, A375, A-431, SW480, HT-29, MCF7, MDA-mbMB-231, LNCaP, PC-3, U-87 MG and T98G cells. * representRepresents a statistically significant difference (p < 0.05) compared to control (ONE- way ANOVA). (b. (B) A comparison between the effect of Cannabis extracts on PC-3 and LNCaP prostate carcinoma cells, * represent. *Represents statistically significant difference (p < 0.05) between LNCaP and PC-3 cells (2-way ANOVA with Bonferroni's post hoc multiple comparisons test) (c. (C) Representative fluorescent images overlayed onsuperimposed onto transmitted light images of LNCaP and PC-3 prostate cancer cells treated with or without (control) 4 µg/ml of CAN6 (blue-: Hoechst - all cells,;  red-: PI - dead cells). (dD) A comparison between the effect of neutral and heat-decarboxylated cannabinoid content of Cannabis extracts on A549 and LNCaP cells, * represent. *Represents statistically significant difference (p < 0.05) between forms oftwo or more extracts (2-way ANOVA with Bonferroni's post hoc multiple comparisons test). .	Comment by Maya Benami: Carboxylated?
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[bookmark: OLE_LINK2][image: ]
Figure 3. Differential effectEffects of different high Δ9-THC extracts on the survival of cancer cells
. A549 cells were treated with 4 µg/ml of fourteen14 different Cannabis extracts or purified Δ9-THC, and after. After 24 hours cells were imaged with addition of Hoechst and PI by IXM micro system, via ImageXpress Micro XLS (20× magnification.) after adding Hoechst and PI dyes to differentiate between live and dead cells. The number of live and dead cells were Live and dead cells were analyzed by the MetaXpress™® software. (Molecular Devices, San Jose, California). Data are reported as mean ± S.E. of dead cells (%out of % of total cells) calculated from at least  (n=5 independent experiments.). Extracts are ordered on the X x-axis by increasing Δ9-THC content in each extract (µg/ml). Statistical analysis was performed by one-way ANOVA, followed by Bonferroni's multiple comparisons test. Data with different superscript letters are significantly different ( p≤ ≤ 0.05 ),) from the control according to the post hoc ANOVA statistical analysis. 
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[bookmark: OLE_LINK3][bookmark: _Hlk520793098][image: ][image: ]Figure 4. Pro apoptotic effectProapoptotic effects of Cannabis extracts on cancer cells. A549 cells were incubated for 24 hours with 4 or 8 μg/mL CAN5, CAN9, CAN10 extracts or with DMSO (control). Apoptosis (early and late) was assessed by Annexin V/ PI staining using flow cytometry. Results are calculated as % apoptotic cells from total counted cells. (A) Representative dot plots of cells treated with 4/8μg or 8 μg/ml CAN5, CAN9 and CAN10of respective extracts. (B) Bar chart of total apoptosis following incubation with respective extracts. (Data are presented as mean ± SEM (N=5) (*** p-value < 0.001). (C) Cells were lysed and resolved on 15% SDS-PAGE followed by western blotting with antibodies Anti anti-cleaved caspase -3 and Anti or anti-β-Tubulintubulin antibodies. A
B
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Figure 5. Anti-proliferative effecteffects of Cannabis extracts on cancer cells. A549 cells were treated with control or CAN5, CAN9 or CAN10 extracts (1-2μg2 μg/ml). Following 48 hours incubation, cells were fixed and permeabilized. Cells were stained with Anti anti-proliferation marker- Ki67 Ki-67 antibody and counterstained with Hoechst dye. Visualization was done using IXM system, ImageXpress Micro XLS (10× magnification.). Proliferation (%)percentage is calculated as % of Ki67Ki-67 positive cells out of total cells. (A) Representative images of cells treated with CAN9 or control and CAN9 treatment (1/2μg-2 μg/ml). Blue- cells were dyed Hoechst, green- Ki67, Turquoise cells with Ki-67, and the turquoise-overlay were treated with a combination of Hoechst and Ki67Ki-67. (B) Bar chart presents proliferation (%)percentage of cells which proliferated following incubation with 1-2 μg/ml of CAN5, CAN9 or CAN10. Data are presented as mean ± SEM (n=5). * P<0.05, ** P<0.05; 2A two-way ANOVA with post-hoc Bonferroni's multiple comparisons test ofwas applied to compare Cannabis treatmenttreatments vs. control. (*p < 0.05; **p < 0.05)
 Control                             CAN9   
                             1 µg/ml               2 µg/ml
  
A
B

 Control                             CAN9   
                             1 µg/ml               2 µg/ml
  
A
B





[image: ]                                                            















[bookmark: _GoBack]Figure 6. Selectivity of Cannabis extracts on the survival of humancancerous vs. non-cancerous lung epithelial cells. (aA) The effect of different cannabisCannabis extracts on cancercancerous and normal airway epithelial cells. A549, NCIH460 and NCI-H460 lung carcinoma cells and normal bronchial epithelial cells were incubated with 4 µg/ml of twelve12 different Cannabis extracts, and after. After 24 hours they were imaged with addition of Hoechst and PI by IXM micro system, 20× magnification. The number of live and dead cells were analyzed by the MetaXpress®™ software. Data are reported as mean ± S.E. of dead cells (% of total cells) calculated from at least (n=3 independent experiments. * P<0.05, ** P<0.005, ***P<0.0005; 2). Two-way ANOVA with post-hoc Bonferroni's multiple comparisons test of cancerwith p-value designations of * p < 0.05, ** p < 0.005, ***p < 0.0005 was applied in order to designate statistical differences between cancerous vs. normal airway epithelial cells treatedafter treatment with Cannabis extracts (b. (B) Dose-response curve of HT29 cells after 24 hours incubation with or without (control) 2-10 μg/ml of CAN1-CAN12. This was followed by the addition of Hoechst and PI and imaged by IXM micro system, 20× magnification. Live and dead cells were analyzed by the MetaXpress®™ software, and percentage of dead cells was calculated asfrom the percentage of total cells in wells (. Data are presented as mean ± SEM (Nn=9). (cC) Screening results of  60 different Cannabis extracts (4 μg/ml) on the survival of HT29 cells (Nn=1). (d(D) Representative fluorescent images of Normalnormal and cancercancerous (NCI-H460, A549) airway epithelial cells alongside with HT29 colon carcinoma cells treated with or without (control) 4 µg/ml of CAN2 (blue-Blue cells were stained with Hoechst- dye and signify all cells, while red- cells were stained with PI- and signify dead cells).	Comment by Maya Benami: With only one replication here I would not report these results and attempt to make conclusions from it.
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Figure 7. Differential expression of cannabinoid receptors by various human cancer cell lines. RNA was extracted and purified using standard methods.mRNA levels of the following cannabinoid receptors were evaluated by real-time q-PCR: CNR1 (CB1), CNR2 (CB2), GPR55, TRPV1, TRPA1, TRPV2, TRPM8 mRNA levels were evaluated by real-time quantitative PCR. Expression levels receptors Values are represented as ΔCT (difference between cycle thresholds) levels of the receptors. Cell lines are sorted according to sensitivity of cells (the average of LC50 values of extracts),each cell line’s sensitivity to a respective extract. Jurkat cell line was addedacted as a control for CNR2 expression. Results are presented as mean expression of 3three biological replicates, normalized to the GUSB housekeeping gene. Values were color-coded according to magnitude of expression. 
.  UD - Under Detectableindicates under detectable level. High numbers of ΔCT values (X to X) indicate low receptor'sreceptor expression in response to the XX extract. 	Comment by Maya Benami: In log10?	Comment by Maya Benami: Which is what? ΔCT < 1? 





[image: ]

image1.emf
CAN6 CAN4 CAN11 CAN7 CAN5 CAN12 CAN2 CAN9 CAN3 CAN8 CAN1 CAN10

THCA 55.0065 48.0668 29.9010 0.0000 0.3049 0.2170 0.0000 0.0000 0.0000 1.1003 16.6407 0.0000 C<0.1%

THC 6.1633 15.9636 1.7548 67.8032 56.5847 35.1295 25.9923 2.3489 1.4977 0.0000 3.1207 0.00000.1%<C<1%

THCA-C4 0.3514 0.2030 0.1169 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0665 0.00001%<C<10%

THC-C4 0.0000 0.0000 0.0000 0.1969 0.1085 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.000010%<C<30%

THCVA 1.1172 0.3818 0.3895 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0360 0.1295 0.0000 C>30%

THCV

0.0000 0.0000 0.0000 0.6137 0.2072 0.2246 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

THCOA

0.2371 0.3631 0.0676 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.1178 0.0000

THCMA

0.0617 0.0896 0.0297 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0351 0.0000

CBDA

0.1922 0.2139 0.0787 0.0000 0.0000 0.0093 0.1294 6.2145 0.0249 42.4938 31.1696 0.0848

CBD

0.0000 0.0000 0.0000 0.2107 0.2125 0.0776 35.8411 55.5851 27.1263 4.4839 1.8886 0.8097

CBDA-C4

0.0000 0.0000 0.0000 0.0000 0.0015 0.0000 0.0023 0.0206 0.0000 0.1345 0.0466 0.0000

CBD-C4

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0564 0.1803 0.0521 0.0172 0.0000 0.0000

CBDVA

0.0014 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0701 0.0000 0.4627 0.0433 0.0000

CBDV

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0589 0.7227 0.1896 0.0573 0.0000 0.0210

CBDOA

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0085 0.0000 0.0307 0.0085 0.0000

CBDO

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0193 0.0000 0.0000 0.0000 0.0000

CBDMA

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0076 0.0088 0.0000

CBDM

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0103 0.0106 0.0000 0.0000 0.0000 0.0000

CBGA

12.7114 4.4696 0.3930 0.2240 0.0725 0.0739 0.0000 0.1960 0.0000 0.8667 1.1989 0.0196

CBG

0.8920 0.6684 0.1866 12.6179 4.4623 0.5928 1.8095 1.7364 1.9181 0.3457 0.1926 54.6694

CBGA-C4

0.0192 0.0222 0.0026 0.0362 0.0408 0.0114 0.0131 0.0000 0.0000 0.0034 0.0032 0.0000

CBG-C4

0.0000 0.0000 0.0000 0.0094 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.1466

CBGVA

0.0117 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0031 0.0000 0.0000

CBGV

0.0000 0.0000 0.0000 0.0071 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.8819

CBGOA

0.0000 0.0027 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

CBGO

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0651

CBGMA

0.0065 0.0041 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

CBGM

0.0000 0.0000 0.0000 0.0052 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0118

Sesqui-CBGA

0.0024 0.0068 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0024 0.0054 0.0000

Sesqui-CBG

0.0130 0.0277 0.0110 0.0160 0.0310 0.0187 0.0273 0.0374 0.0350 0.0173 0.0161 0.0358

CBCA

0.3390 0.4440 0.1316 0.0061 0.0060 0.0252 0.0031 0.0763 0.0000 0.6815 0.6925 0.0000

CBC

0.0749 0.2113 0.0163 0.8269 1.0927 0.3350 1.9335 2.4134 1.5208 0.1785 0.1491 0.7137

CBCA-C4

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0046 0.0000 0.0000

CBC-C4

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0196 0.0000 0.0000 0.0000 0.0000

CBCVA

0.0042 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0031 0.0000 0.0277 0.0037 0.0000

CBCV

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0880 0.0255 0.0000 0.0000 0.0417

CBCOA

0.0000 0.0084 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

CBNA

0.7241 1.3076 0.4984 0.0000 0.0121 0.0000 0.0000 0.0000 0.0000 0.0488 0.2313 0.0000

CBN

0.0417 0.3022 0.0171 1.0339 2.7877 0.3699 1.0495 0.0830 1.5111 0.0143 0.0252 0.0000

CBNV

0.0000 0.0000 0.0000 0.0096 0.0083 0.0000 0.0024 0.0000 0.0136 0.0000 0.0000 0.0000

CBNO

0.0000 0.0000 0.0000 0.0000 0.0061 0.0000 0.0026 0.0000 0.0000 0.0000 0.0000 0.0000

CBEA

0.0109 0.0105 0.0000 0.0000 0.0000 0.0000 0.0000 0.0362 0.0000 0.1430 0.0837 0.0000

CBE

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.2917 0.2958 0.9250 0.0156 0.0000 0.0543

CBNDA

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0043 0.0000 0.0651 0.0296 0.0000

CBL

0.0000 0.0000 0.0000 0.0000 0.0458 0.0000 0.0582 0.0386 0.0848 0.0000 0.0000 0.0444

CBTA-1

1.5635 1.2756 1.8236 0.0000 0.0166 0.0037 0.0000 0.0000 0.0000 0.0466 0.3494 0.0000

CBT-1

1.0314 2.6370 0.6330 3.3258 4.1060 1.8548 1.2396 0.2518 0.7204 0.1128 0.3086 0.0000

CBTV-1

0.0000 0.0000 0.0000 0.0295 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

CBTA-3

0.4617 0.2567 0.3411 0.0000 0.0087 0.0000 0.0000 0.0000 0.0000 0.0612 0.0935 0.0000

CBT-3

0.1403 0.4385 0.0731 1.6640 2.6390 0.5477 0.7158 0.0948 0.3649 0.0344 0.0572 0.0000

CBT-2

0.0000 0.0215 0.0000 0.0000 0.0000 0.0000 0.0607 0.0484 0.0000 0.0000 0.0000 0.0000

329-11a

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0554 0.2582 0.0523 0.0276 0.0000 0.0000

329-11b

0.0000 0.0139 0.0169 0.1524 0.1491 0.2630 0.1943 0.0550 0.1050 0.0000 0.0247 0.0277

329-11c

0.0000 0.0000 0.0000 0.0170 0.0000 0.0000 0.0737 0.1308 0.0000 0.0330 0.0000 0.0187

329-11d

0.1285 0.5413 0.1145 0.7637 1.1899 0.3622 0.2969 0.0424 0.0789 0.0190 0.0703 0.0000

329-11e

0.0000 0.0000 0.0000 0.0554 0.0843 0.0176 0.0368 0.0000 0.0000 0.0000 0.0000 0.0000

373-12a

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0100 0.0000 0.0455 0.0088 0.0000

373-12b

0.0234 0.0276 0.0807 0.0000 0.0000 0.0000 0.0000 0.0035 0.0000 0.0413 0.0630 0.0000

373-12c

0.0297 0.0452 0.0124 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

327-13a

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.1053 0.7707 0.0314 0.0000 0.0000 0.0000

327-13b

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0157 0.1360 0.0317 0.0146 0.0000 0.0000

327-13c

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.2999 0.2335 0.1199 0.2178 0.0772 0.0000

371-14a

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0331 0.0000 0.0341 0.0030 0.0000

371-14b

0.1078 0.1063 0.0815 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0046 0.0193 0.0000

417-15a

0.0467 0.0595 0.0626 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0226 0.0000

373-15b

0.2426 0.2337 0.0787 0.1663 0.1712 0.1308 0.1767 0.1204 0.1346 0.1241 0.1380 0.0000

373-15c

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0413 0.1523 0.0000 0.1298 0.1851 0.0000

357-16a

0.0143 0.0290 0.0068 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0352 0.0441 0.0000

313-16b

0.0000 0.0000 0.0000 0.0103 0.0173 0.0000 0.1367 0.2006 0.1009 0.0917 0.0711 0.0000

361-17a

0.0000 0.0962 0.0000 0.0236 0.0454 0.0265 0.0000 0.0000 0.0163 0.0000 0.0000 0.0000

361-17b

0.0000 0.0000 0.0000 0.0256 0.0333 0.0000 0.0154 0.0000 0.0203 0.0000 0.0000 0.0000

331-18a

0.0000 0.0000 0.0000 0.0396 0.0435 0.0000 1.2613 2.0983 1.0447 0.1981 0.1158 0.0686

331-18b

1.1828 0.8041 0.3370 0.7599 0.4643 0.3771 0.5084 0.7992 0.2322 0.6126 0.6776 0.7082

331-18d

0.1087 0.2432 0.1558 0.0392 0.0670 0.0908 0.0543 0.0713 0.0000 0.0810 0.2207 0.0000

375-19a

0.0087 0.0094 0.0000 0.0000 0.0000 0.0000 0.0000 0.0191 0.0000 0.5218 0.3494 0.0000

375-19b

0.0209 0.0123 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0030 0.0000

375-19c

0.0234 0.0210 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0042 0.0057 0.0000

Δ

9

-

THC 

CBD type

CBG type

CBC type

CBN 

type

CBE 

type

CBT type


image2.tiff
I

.

.

e
e
-

.
.
N

e
e
-

.

.

LR I B BTN SN N N N

.
.
.
.
.
.
.
.
.
.
I
I
.




image3.tiff
can10

1004

|99 pead %




image4.png
can10

1004

|99 pead %




image5.tiff
I

o
1 .
s -
o
. R
% .
e L
e o
v
N .
- N . N N . R

. P




image6.tiff
% Dead cells

% Dead cells

H

¥ s e

R

SR

o
Qﬁﬂr“ R

MCF7

SA

oot

LNCaP

EREREEEREr s

PC3

H

3 5 288

o
P

R

R O

SAE

T




image7.emf

image8.emf

image9.tiff
* =
*
*x
x [
*
(a
So
@)
Za
I xL
© o o o o o
o (o0 ({o] < N
-

s||92 peaq %

Extract [4 ng/ml]




image10.tiff
% Dead cells

A549

1001

LNcAP

100-
w 807
©
O 60- -~
T
3 40 i
3 a0
J
S 204 & L

1 Carboxylated form
Ml Decarboxylated form

* p< 0.05, 2-way ANOVA




image11.tiff
.

.
e
.
e
C -
H .
. .
.
. .
. .
. .
. s
.
- B
. .
e
.
.
.
.
.
.
.
B B B B B
. . . . .
. . . . .
.

I

o

I

.
.
D
.
.
.
.
.
D
.
.
I
.
.

.
D

e




image12.tiff
B

B

.

.

.

.

I

.

.

.

D

. .

.
|

D .




image13.png




image14.png




image15.png




image16.emf

image17.emf

image18.tiff
.

.

.
.
.

-

.
.
.

.
.

.

e 20.
.
.

.

I

I

-
L
-
-




image19.tiff
-

=
[

.

R

e

e

.

.

e

B

.





image20.tiff
% Dead cells

100+

80+

60+

40-

20+

HT29

SR SR IS K B

bttt

Ctl
CAN1
CAN2
CAN3
CAN4
CANS
CANG
CAN7
CAN8
CAN9
CAN10
CAN11
CAN12




image21.tif
Control

CAN2

Normal Airway  NCI-H460 A549 HT29





image22.tiff
HT29screenning

100+

80+

T T
o o
© <

SiI®d peaq %

20+




image23.png
TRPV1

MDA-MB-231

NCI-H460

TRPV2  GPRS55

12.60

TRPM8

10.84

TRPA1

10.84

CNR1

ub

Receptor
CNR2 Expression

up High

15.84

14.75

ub

ub

11.10

ub

14.03

13.04

11.10

1065 1151 1567 1550 uD
up up up up

15.57 uD uD 15.06 uD

1391 1532 - uD uD Low

1264 1597 up 13.62  PXE

ub




